Introduction
The generation of numerous peptides and proteins for amino-acid analysis has thus placed a great strain on current instrumentation. Hence 
R NCS + NH2--CH--CO0-
The traditional method of amino-acid analysis is separation by ion-exchange chromatography (IEC) developed by Moore, Spackman and Stein [3] . Samples are applied to the column at low pH, and eluted with a series of buffers of increasing pH and/or ionic strength. Postcolumn derivatization with ninhydrin then gives a product which is detected colorimetrically. The majority of current amino-acid analysers employ this technique.
The Pico-Tag method appears to have quite substantial advantages over the conventional ion-exchange analyser. The most important of these are speed, greater sensitivity, excellent reproducibility and general reliability of both the results and the hardware.
The separation of the PTC derivatives of the common amino-acids takes 12 min (total analysis time, including column regeneration time, is 20 min) with the Pico-Tag method, compared with about 90 min for a conventional ion-exchange analyser using sodium-based buffers. (1975, 1977, 1981, 1983, 1985 
